
 

Table 2. The main population genetic parameters for studied groups of wisent (Bison 

bonasus), based on 10 STR markers 

Pop* n Ho   He UHe FIS Ar 

PTZ 18 0,244±0,060 0,293±0,070 0,302±0,072 0,135 2,270±0,302 

OKZ 7 0,343±0,105 0,276±0,082 0,297±0,088 -0,259 1,800±0,249 

In total** 26 0,262±0,066 0,293±0,073 0,298±0,075 0,091 2,141±0,271 

Note: Ho – observed heterozygosity, He – expected heterozygosity, UHe – unbiased 

expected heterozygosity, FIS – inbreeding coefficient, Ar – allelic richness; * since one individual 

represented the KCH group, its genetic diversity indicators were not calculated; ** the numbers 

are given for the entire sample, including the KCH individual. 

 


