
Table 4. Average number of helminths in mustelids with different mtDNA haplotypes (x ± SE) 

The 

phylogenetic 

group 

C. putorii C. petrovi F. martis Total 

Z5 6.43 ± 3.58 10.89 ± 2.80 6.36 ± 2.80 23.89 ± 7.27* 

Z30 10.55 ± 3.54 20.12 ± 3.10 6.29 ± 1.22** 27.26 ± 5.37*** 

Z31 17.14 ± 5.13 19.73 ± 3.57 11.53 ± 2.03 51.0 ± 6.59 

AK23 4.33 ± 1.15**** 22.18 ± 12.80 2.95 ± 1.85***** 12.85 ± 1.22****** 

 

Note: It is statistically significant in comparison with haplotype Z31 * (p = 0.0198), ** (p = 0.033), 

*** (p = 0.039), **** (p = 0.045), ***** (p = 0.011), ****** (p = 0.001) 

 


