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Mpunoxxenue 4. CxeMaTuuyeckoe usobpaxenue npuHumna MNUP ¢ nuruposaHueM apantepa (Ha ocHose O'Malley u coasr., [16]).
CnnowHas nuHus — u3BecTHas nocneposatenbHocTb JHK; wrpuxoBas aMHua — HenssecTHbIn yyacTok [AHK; nyHKTUpHas nnHua —
NPOLYKT aMnnduKaLmuy; CTpesika — caiiT nocajKu npaiiMepa; YepHble npsMoyrofibHuku — agantep. FeHoMHas [HK paciwennsetcs
pecTpuKTasoi. Ha Mecta paspesoB MrMpyeTcs ABYXLEMNOYeYHbIN afanTep € AJIMHHBIM U KOPOTKUM Njie4oM. 3'-KOHeL, KOpOTKOro nieya
3abn0KMpoBaH aMUHOrpynnon, 4tobsl NpefoTBpatuTb yanuHenne uenu [HK Bo Bpems LP. Peakumto MLP npoBoasT ¢ ucnonb3oBaHneM
npaiMepa, cneumduyHOro ANs U3BECTHON MOCNe0BaTeNbHOCTU U MpaiiMepa, cneumduyHoro Ans apantepa. locnegoBatensbHOCTb
KOpOTKOro Nnjeya ajanTepa He WMeeT caliTa OTKMra afanTepHoro npanMepa. [IMHHOe MNeYo COAEPKUT NOC/eLOBaTeNIbHOCTb
13 22 . H., KOTOpas TOYHO COOTBETCTBYET eMy. YYacTOK U3BECTHOW NOCNeA0BaTeNIbHOCTY UMEET CalT OTXKUra BTOPOro npaiiMepa. C Hero
B pe3ynbTate P cuHTe3npyeTcs KoMnneMeHTapHas LieMb, CO3[aloLLas CaiiT cBA3biBaHUA A npaiMepa, cneumndruyHoro Ans agantepa.
TakuM 0bpa3oM obpasyloTcs GparMeHTbl C ABYMSl HEODXOAMMBIMU CalUTaMMu OTXKMFa NpaiMepoB. 3Ta MoJieKyna aMnaMduumupyeTcs
¢ nomoubio [P, 3axBaTbiBasi 061acTb € rpaHuLeit U3BecTHoM 1 HemssecTHol OHK

Appendix. 4. Schematic representation of the PCR principle with adapter ligation (based on 0’Malley et al., [16]). Solid line: known DNA
sequence; dashed line: unknown DNA region; dotted line: amplification product; arrow: primer binding site; black rectangles: adapter.
Genomic DNA is cleaved by a restriction enzyme. At the cut sites, a double-stranded adapter with a long and short arm is ligated.
The 3'-end of the short arm is blocked by an amino group to prevent DNA chain elongation during PCR. The PCR reaction is carried out
using a primer specific to the known sequence and a primer specific to the adapter. The short arm of the adapter does not have a binding
site for the adapter primer. The long arm contains a sequence of 22 nuclectides that matches exactly. The known sequence region has
a binding site for the second primer. From it, a complementary chain is synthesized during PCR, creating a binding site for the primer
specific to the adapter. Thus, fragments with the two necessary primer binding sites are formed. This molecule is amplified using PCR,
capturing the region at the boundary of known and unknown DNA




