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Mpunoxenue 9. CxeMatnyeckoe nsobpaxenue npuHumna Metoaa FPNI-PCR (Ha ocHose Z. Wang u coasr., [25]). CnnoLwHas nmHus —
n3secTHas nocnegosatenbHocTb [HK; wrpuxoBas nuHua — HensBecTHbI yyacTok [HK; ctpenka — caiT nocagkv npaiMepa;
SP — reHcneunduyeckue npanmepsbl; FSP — dbtoxH-npanmMepbl. Ha nepsoM atane LP ogHouenoyeyHble Konuu LeneBon MaTpuLibl
FeHepUpyIoTCA B LMKNaX C BbICOKOW TeMMepaTypoii 0TXUra, a ABYLLeNoYeyHble NPOAYKTHl — B LMKIE HU3KOM TeMnepaTtypoil (Bcero
3-5 nosTopHbix umknos MNLP); Ha 3ToM 3Tane aMnIuduKaLmMs LeneBbix NpoayKTOB, BEPOATHO, byneT conpoBoXAaThcs 0bpasoBaHueM
Hecneunduyeckux NPoayKToB. Bo BpeMsi BTopuyHo# 1 TpeTnyHoi BnoxeHHom MUP JHK-MuLLeHb 3KcnoHeHuManbHo aMnanguumpyeTcs
C NOMOLLbHO reHeneLMdrUUecKHX 1 cneumduyHbIX AN1S adanTtepa NpaitMepoB. B TO BPeMsl KaK HeLleneBble hparMeHTbl He aMnamunmpyoTcs
“3-3a OTCYTCTBMA COOTBETCTBYHLLErO creuuduyeckoro npaitMepa (u/wnm amnnudukaums nopaensetcs cTpyktypoii AHK B dopme
CTEepIKEHb-NeTNA)

Appendix. 9. Schematic representation of the FPNI-PCR method principle (based on Z. Wang et al., [25]). Solid line: known DNA sequence;
dashed line: unknown DNA region; arrow: primer binding site; SP: gene-specific primers; FSP: fusion primers. In the first stage of PCR,
single-stranded copies of the target matrix are generated in cycles with high annealing temperatures, while double-stranded products are
formed in a cycle of low temperature (only 3-5 repeat PCR cycles); at this stage, the amplification of target products is likely accompanied
by the formation of non-specific products. During the secondary and tertiary nested PCR, the DNA target is exponentially amplified using
gene-specific and adapter-specific primers, while non-target fragments are not amplified due to the lack of a corresponding specific primer
(and/or amplification is suppressed by the DNA structure in the form of a rod-loop)




