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Npunoxxenme 11. CxemaTuyeckoe u3obpaxenue npuHumna metoga PST-PCR (Ha ocHoe R. Kalendar u coasr., [7]). CnnowHas
NMHUA — K3BeCTHas nocneposatesnbHocTb [HK; wrpuxoBas nuHua — HemssecTHbId yyacTok OHK; nyHKTUpHas nuMHUA — npogykTt
amMnuduKaumMmu; cTpesika — CalT nocafKku npanMepa; SSP — reHcneuuduyeckuii npamMep; PST — nonycnyyaiiHblii npaiiMep,
HaueneHHbli Ha MaNWHAPOMHYK nocnepoBaTenibHoCTh. llepBbid payHn PST-PCR npoBoautcs ¢ 5'-KoHueBbIM npaiimMepoM SSP
¥ oaHuM npanMepoM PST. MpaiiMep SSP oTuraeTcs Ha y4acTKe ¢ U3BECTHOM Mocnef0BaTeNibHOCTLH. [paiiMep PST KoMnnemeHTapeH
MajMHAPOMHOMN MOC/ef0BaTeNIbHOCTU Ha y4acTKe C HeW3BECTHOW MOC/ef0BaTeNIbHOCTbI0. BTopoi payHZA NpoBOAMTCSA C HenapHbIM
YHUBEpCasbHbIM NpaiiMepoM

Appendix. 11. Schematic representation of the PST-PCR method principle (based on R. Kalendar et al., [7]). Solid line: known DNA se-
quence; dashed line: unknown DNA region; dotted line: amplification product; arrow: primer binding site; SSP: gene-specific primer; PST:
semi-random primer targeting a palindromic sequence. The first round of PST-PCR is conducted with a 5'-end SSP primer and one PST
primer. The SSP primer anneals to the region with the known sequence. The PST primer is complementary to the palindromic sequence
in the region with the unknown sequence. The second round is conducted with an unmatched universal primer




