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Mpunoxenune 12. CxeMaTuyeckoe M3obpaxeHne npuHumna metona SLRA-PCR (Ha ocHoBe F. Li 1 coaBr., [29]). CnnowwHas nuHus —
u3sectHas nocneposatenbHocTb [HK; wtpuxoBas nuHua — HeussecTHbl yyacTok [HK; cTpenka — caiT nocagku npaiiMepa;
SLP — oauHouHbINA AnnHHbIN NpaiMep; GSP (1-3) — reHcneumdunyeckue npaMepsl; RAPD — npaiimep co cyyaiiHoi aMmnanumKaumen
nonmmopdHon IHK (RAPD). Kaxpas cTpenka 0603HauaeT KOHKPETHY rubpuan3aLyio npaiMepa ¢ HyKneoTMAHOM Nocne A0BaTENbHOCTbO.
SLRA-MUP coctout 3 aByx atanos. Ha nepeoM 3tane nposogutcs MUP ¢ oAuHOYHBIM AiMHHBIM NpaliMepoM (SLP PCR). SLP nonxeH
COOTBETCTBOBATH ClleflytoLLMM TpeboBaHusM: annHa 30—35 Hykneotuaos, coaepxanue GC 40—60 %, TeMnepaTypa oTxura v anoHraumu 68 °C.
B nocnegHux wectn no3uumax Ha 3'-KoHLe npanMepa LOMKHO bbiTb He 6onee Tpex byks G u C. Bropow atan npepcrtaenset cobon
TpexaTanHylo BroxeHHyto MLUP. Kaxabii GSP gonmkeH uMeTb annMHy 26-28 HykneoTaoB Ans obecneyeHus BbICOKOW TemnepaTypbl
omxura v anoHrauuu. Copepkanme GC B GSP TaKoe e, Kak 1 B SLP. lMpaiiMepsl RAPD nopbupatotcs cnyyaiiHbiM 0bpa3oM. YuntbiBas
xapakTepuctuku npaitMepa RAPD (10 n. 0.), npuMeHsieTcs HU3Kas Temnepatypa omkura 40 °C. Temnepatypa oTxura v anoHraumm 68 °C
ucnonb3yeTtca Ans nocagku U agdekTUBHOro cBA3biBaHUs npaiimepos GSP

Appendix. 12. Schematic representation of the SLRA-PCR method principle (based on F. Li et al., [29]). Solid line: known DNA sequence;
dashed line: unknown DNA region; arrow: primer binding site; SLP: single long primer; GSP (1-3): gene-specific primers; RAPD: primer
for random amplification of polymorphic DNA (RAPD). Each arrow indicates a specific hybridization of the primer with the nucleotide
sequence. SLRA-PCR consists of two stages. The first stage is carried out with a single long primer (SLP PCR). SLP must meet the fol-
lowing requirements: length 3035 nucleotides, GC content 40—-60%, annealing and elongation temperature 68°C. The last six positions at
the 3'-end of the primer should have no more than three G and C letters. The second stage is a three-step nested PCR. Each GSP should
be 26-28 nucleotides long to ensure high annealing and elongation temperatures. The GC content in the GSP is the same as in the SLP.
RAPD primers are chosen at random. Considering the characteristics of the RAPD primer (10 nucleotides), a low annealing temperature
of 40°C is applied. The annealing and elongation temperature of 68°C is used for the effective binding of GSP primers




