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Mpunoxkenne 13. CxemaTnyeckoe nsobpaxenue npuHumuna metoga FPR-PCR (Ha ocHoge J. Pei u coasr., [1]). CnnowHas nuHua —
n3BecTHas nocnegoatenbHocTb IHK; wrpuxoBas nuHus — HemsBecTHbIN yyacTok [HK; cTpenka — cailt nocapku npaiimMepa. YeTbipe
cneunduuHbIX K nocnefoBatesibHocTv npaitMepa (SSP1, SSP2, SSP3 u SSP4) nocneposatesibHo nofoupatotcs K mssectHon [HK
(5'-+3") pnsa npoeeaexus FPR-PCR. SSP3 npeactaenset coboii gparMeHT, KOTOpbI 0becreynBaeT BHYTpULENoYeyHbId oTxur (FISA).
®parmeHT FISA npucoenvHeH K 5'-koHny SSP1, 0bpa3sys cnutbiil npaiiMep. FPR-PCR BritouaeT aBa payHzaa peakuuii aMnamdbuKaumm.
lNepeuuHas FPR-PCR HauMHaeTcsa ¢ cuHTE3a LieNeBOI NepBOM Lienu, 3aTeM No3BoAseT npaiMepy YacTUYHO OTXKWIaTbCA B KAKOM-TO
MecTe (MecTax) Ha HeM3BeCTHOI 06n1acTu 3Toi Lienu, co3AaBasl LieNieByto BTopyHo Lenb. [locne 3Toro HoBas nepBast Lienb CUHTE3UpYeTCs
C UCMO/b30BaHWEM BTOPOI Lieny B KayecTBe MaTpuubl. 3'-KOHeL, 3TOW HOBOW NepBoii Lienu NoABepraeTcst BHYTPUNENOUeYHOMY OTHKMUrY
po caita FISA ¢ nocnepytowmm obpa3oBaHMeM CTPYKTYpbl B hOpMe paKeTKW 3a CHeT NeTNIeBOro ya/MHeHus. 3Ta paKeTKonoAobHas
[HK akcnoHeHumansHo amMnandunupyetcs Bo BTopuyHoit FPR-TLIP, npoBoanMoii ¢ ncnonb3osaHmeM SSP2 n SSP4

Appendix. 13. Schematic representation of the FPR-PCR method principle (based on J. Pei et al., [1]). Solid line: known DNA sequence;
dashed line: unknown DNA region; arrow: primer binding site. Four sequence-specific primers (SSP1, SSP2, SSP3, and SSP4) are se-
guentially selected to the known DNA (5'-3') for conducting FPR-PCR. SSP3 acts as a fragment providing intramolecular annealing (FISA).
The FISA fragment is attached to the 5’-end of SSP1, forming a fused primer. FPR-PCR includes two rounds of amplification reactions.
The primary FPR-PCR starts with synthesizing the target's first chain, then allows the primer to partially anneal somewhere on the un-
known region of this chain, creating the target second chain. A new first chain is then synthesized using the second chain as a template.
The 3'-end of this new first chain undergoes intramolecular annealing to the FISA site, subsequently forming a racket-shaped structure
through loop elongation. This racket-like DNA is exponentially amplified in the secondary FPR-PCR, conducted using SSP2 and SSP4




