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Appendix. 11. Schematic representation of the PST-PCR method principle (based on R. Kalendar et al. [7]). Solid line, known DNA
sequence; dashed line, unknown DNA region; dotted line, amplification product; arrow, primer binding site; SSP, gene-specific primer;
PST, semi-random primer targeting a palindromic sequence. The first round of PST-PCR is conducted with a 5'-end SSP primer and one
PST primer. The SSP primer anneals to the region with the known sequence. The PST primer is complementary to the palindromic sequence
in the region with the unknown sequence. The second round is conducted with an unmatched universal primer

Mpunoxxenue 11. CxeMaTtuyeckoe msobpaxeHue npuHumna metoaa PST-PCR (Ha ocHose R. Kalendar u coasrt. [7]). CnnolwHas
NIMHMA — K3BeCTHas nocneposatenbHocTb [HK; wrpuxoBas nuHua — HenssecTHbId yyacTok OHK; nyHKTUpHas AuHMa — npoaykTt
amMnuduKaummy; cTpenka — calt nocafku npanMepa; SSP — reHcneuuduyeckuii npanMep; PST — nonycnyyaidHblii npaiimep,
HaLeneHHblii Ha NanMHAPOMHYK nocnepoBatenbHocTb. [lepsbin payHa PST-PCR nposogutcs ¢ 5'-KoHueBbiM npaniMepoM SSP
¥ oaHuM npanMepoM PST. MpaiiMep SSP oTuraeTcs Ha y4acTKe € U3BECTHOM Mocnef0BaTeNibHOCTLHO. [paiiMep PST KoMnneMeHTapeH
ManvMHAPOMHON NOCNef0BaTeNIbHOCTM Ha y4acTKe C HeW3BECTHOW MoCNeAoBaTeNlbHOCTbIO. BTopoi payHA nMpoBOAMTCS C HenapHbIM
YHUBEpCasbHbIM MpaiiMepoM




