Table 1. Eukaryotic-like genes in archaeal genomes
	Archaeal groups
	Informational systems
	Cell division, membrane remodelling
	Ubiquitin system



	
	Ribosomal proteins
	Transcription factors
	Topoisomerase
	Cytoskeleton
	GTPases
	ESCRT- complexes
	Protein
domain
	

	- archaeota
	S25e
	L22e
	Elf1
	Rpb8
	Top1B
	FtsZ
	Actin
	
	I
	II
	III
	Longin
	E1/E2

	Loki
	+
	+
	+
	–
	–
	+
	+
	+
	+
	+
	+
	+
	+

	Thor 
	+
	–
	+
	–
	+
	+
	+
	+
	–
	+
	+
	–
	–

	Heimdall
	+
	+
	+
	+
	–
	+
	+
	+
	+
	+
	+
	+
	+

	Kor
	+
	–
	+
	+
	–
	+
	+
	–
	–
	–
	–
	–
	–

	Cren
	+
	–
	+
	+
	–
	±
	±
	–
	–
	–
	±
	–
	–

	Aig
	+
	–
	+
	–
	+
	+
	+
	–
	–
	–
	+
	–
	+

	Thaum
	+
	–
	–
	–
	+
	+
	–
	–
	–
	–
	+
	–
	–

	Eury
	–
	–
	+
	–
	–
	+
	–
	–
	–
	–
	–
	–
	–

	eukaryotes
	+
	+
	+
	+
	+
	+
	+
	+
	+
	+
	+
	+
	+


Notes: ESCRT- complex – vesicle systems for protein degradation, participating in cytokinesis;

Elf1 – elongation factor; Rpb8 –counterpart of small subunit of RNA polymerase; Longin – domain of endomembrane proteins;

E1/E2 – subunits of ubiquitin ligases; +/–  - exists only in some lineages.
