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[ncbakTepuo3 KULIEYHUKA BO BpeMs GepeMeHHOCTH:
HopMa unu natonorus?

A.A. beamenko, H.[l. CapoBas

BoeHHo-MeaguumHckan akagemus uM. C.M. Kupoea, Cankt-letepbypr, Poccus

06ocHosaHue. B nocnefHve roabl Cpeay yUeHbIX 3HAUMTENBHO BbIPOC MHTEPEC K UCCIEA0BaHMUI0 MUKPOGDIOPbI KALLIEYHM-
Ka, YTO CBA3AHO C aKTUBHbIM Pa3BUTMEM MOJIEKYNAPHO-TEHETUHECKMX METOLOB AUArHOCTMKMW. B HeKoTopbIx Hay4HbIX pabotax
Bbina onpeneneHa 3HaUMMOCTb KMLLEYHOW MUKPODMOTHI B MOAJEPIKAHNUM TecTaLMOHHOMO NPOLLecca, HO KONMYECTBO UCCneao-
BaHWHA, NOCBALLEHHbIX AaHHOW NpobieMe, HEBENUKO.

Llese — oueHUTb KaueCTBEHHbIN W KONMUYECTBEHHBIN COCTaB MUKPOMIOPbI KULIEYHWUKA Y BepeMeHHbIX.

Mamepuaner u Memodel. B nccnepoBanmm yyactoanu 200 xeHWwmMH B Bo3pacTe ot 18 g0 43 neT Ha cpoke bepeMeH-
HOCTU OT 6 00 22 Hepn. BceM bepeMeHHBIM NMPOBOAMIM KAueCTBEHHYIO W KOJIMYECTBEHHYIO OLIEHKY COCTOSHUA MUKpOQIopbl
KMLLEYHWKA W BNaranumLla MeToLOM MofIMMEepasHoN LENHON peakLu B PEXUME peasibHOro BPEMEHM.

Pesynemamel. [Iucbaxtepunos kuweyHuka soisieneH y 100 % obcnenoBaHHbIX bepeMeHHbIX, Npu 3ToM B 64,5 % (n = 129)
C/ly4aeB HapyLIeHUs COOTBETCTBOBANM | cTeneHn ancbaktepumosa, B 26,5 % (n = 53) — Il crenenm u B 9 % (n = 18) — Ill cte-
neHu. OTMEYEHO CHUMEHWE MHTEHCMBHOCTU KOJTOHM3aLMM TOJICTON KULLKK Pe3MAEHTHON MUKPOGIOpOii y BCex BepeMeHHbIX;
KpOMe TOro, Y JKEHLMH C YMEPEHHbIM W TXKEbIM AMCOAKTEPMO30M BbISIBNIEHBI YCIOBHO-MATOTEHHbIE MWUKPOOPraHU3Mbl
Clostridium difficile, Enterobacter spp., Streptococcus spp. n Campylobacter spp. B KonnyecTBax, NpeBblLLALWLMX GOpMabHO
L0MyCTUMble 3HaueHMs. AHanu3 TeueHus bepeMeHHoCTe NoKasan, YTo Aucbaktepros kuweyHuka Il unu il ctenenn saensetcs
(aKTOpOM pUCKa OCNOMHEHHOTO TeueHUs DepeMeHHOCTU Ha paHHuX cpokax (OLL = 0,2; p = 0,00), yto AOKa3bIBAET Pob Ki-
LEYHOr0 MUKPOBMOLIEH03a B HEBBIHALLMBAHWM BEpeMEHHOCTH.

3akntoyeHue. bepeMeHHOCTb CRYUT NpeapacnonaraiwmM HakTopoM K U3MeHEeHUI0 MUKPOMOpbl KULIEYHWKA, 0 YeM
CBULETENILCTBYET BhifBNEHWe ancbakTeprosa KuwweuHnka y 100 % 6epeMeHHbIX. [puHUMas BO BHUMaHMe TOT GaKT, yTto y bofb-
LUMHCTBA XEHLUMH C HOpPMarbHO MpoTeKatoLLei 6epeMeHHOCTbI0 Bbi AUarHoCTMpoBaH AMcbaKTepro3 KULLEeYHUKa | cTeneHy,
MOXKHO MPeamnoNoXuTb, YTO AaHHas CTeneHb HapyLleHWs MUKpobMOLEHo3a ABNSETCA HOpMoii HepeMeHHOCTU. YMepeHHbIN
WIN TAXKENbIN AMCOAKTEPMO3 KULLEYHMKA acCOLMMPYETCS C OCNIOXHEHHBIM TeYEHUEM DEPEMEHHOCTU Ha paHHUX CPOKaX.

KnioueBble cnoBa: Anc6aKTepuo3 KULLEYHMKA; MUKPOdIIOpa KULLEYHMKA; GepeMeHHOCTb; HeBbIHALLMBaHWE GepeMeHHOCTH;
HapyLLeHUe MUKPOdOopbI.

Kak uutupoBatb:
Beamenko AA, Caposas H.[. [lucbakTepros KuLLedHrKa Bo BpeMsi bepeMeHHOCTW: HopMa unu natonorua? // JypHan aKyLuepcTBa M KeHCKMX bonesHei.
2021.T.70. N 6. C. 5-12. DOI: https://doi.org/10.17816/JOWD70592

Pykonucb nonyyena: 14.05.2021 Pykonucb opno6pena: 21.10.2021 Ony6nukoBaHa: 29.12.2021

A
3KO®BEKTOP Jnuerama CC BY-NC-ND 40

© AA. beamenro, H /1. Caposag, 2021


https://crossmark.crossref.org/dialog/?doi=10.17816/JOWD70592&domain=PDF&date_stamp=2021-12-15

ORIGINAL RESEARCH Vol 70 (6) 2021 Journal of Obstetrics and Women's Diseases
DOI: https://doi.org/10.17816/JOWD70592

Intestinal dysbiosis during pregnancy:
the norm or pathology?

Alexandr A. Bezmenko, Natalya D. Sadovaya

Military Medical Academy named after S.M. Kirov, Saint Petersburg, Russia

BACKGROUND: An interest in the study of intestinal microflora has grown among scientists in recent years. This is due to
the active development of molecular genetic techniques. The obvious importance of gut microbiota for pregnancy has been
established in some scientific works; however, the number of studies devoted to this issue is small.

AIM: This study was aimed to assess the qualitative and quantitative composition of the intestinal microflora in pregnant
women.

MATERIALS AND METHODS: The study involved 200 women aged 18 to 43 years in pregnancy from six to 22 weeks. A quali-
tative and quantitative analysis of the intestinal and vaginal microbiota was performed by real-time PCR.

RESULTS: Intestinal dysbacteriosis was detected in 100% of the examined pregnant women. Grade | was detected in
64.5% (n = 129), grade Il in 26.5% (n = 53), and grade Il in 9% (n = 18) of cases. A decrease in the concentrations of resident
bacteria was noted in all pregnant women; in addition, in women with moderate and severe dysbacteriosis, opportunistic mi-
croorganisms (Clostridium difficile, Enterobacter spp., Streptococcus spp., and Campylobacter spp.) were detected in quantities
exceeding the formally permissible values. The analysis of the course of pregnancies showed that grade | and grade Il intestinal
dysbacteriosis is a risk factor for early pregnancy complications (OR = 0.2, p = 0.00), thus confirming the role of intestinal
microbiocenosis in miscarriage.

CONCLUSIONS: Pregnancy is a predisposing factor for changes in the intestinal microflora, as evidenced by the detection of
intestinal dysbiosis in 100% of pregnant women in the main and control study groups. Considering that the majority of women
with a normal pregnancy were diagnosed with grade | intestinal dysbiosis, it can be assumed that this degree of dysbiosis is the
norm of pregnancy. Thus, the identification of moderate or severe intestinal dysbiosis should be associated with complications
of early pregnancy.

Keywords: intestinal dysbiosis; intestinal microflora; pregnancy; miscarriage.
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